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A - Le Virus, le diagnostic et |a clinque

Pizzorno MA et al, in press



Phylogénie genome entier des précurseurs de SARS-CoV-2

hGoV- 19/pangolin/GuangriPALI2017 EPI_ISL 41053812017 *  New nearest bat precursor from Yunnan 2019 (high
hCoV-19/pangolin/Guangxi/P3B/2017|EPI_ISL_410543|2017 identity in Orfla b, greatest differencein Spike
100 r hCoV-19/pangolin/Guangxi/P1E/2017|EPI_ISL_410539|2017 protein, recombination or mixed viruses in

hCoV-19/pangolin/Guangxi/P5L/2017 |EPI_ISL_410540[2017 metagenom ic sam p | e, not yet peer- reviewed)

1 hCoV-19fpangolin/GuangxifP5E/2017|EPI_ISL_410541[2017 .

k hCoV-19/pangolin/Guangxi/P2V/2017|EP|_ISL_410542(2017 * Nearest pangOIm precursors from Guangdong

— ., hCoV-19/pangalinfGuandong/1/2019|EPI_ISL_410721]2019 (SOUthern Chlna)
4( hCoV-19/pangolin/China/MP789/2019|EPI_ISL_412860[2019-03-19 ® Previous closest bat precursor also from Yunnan
hCoV-19/pangolin/Guangdong/P25/2019]EP|_ISL_410544]2019 (Southern China) but samp|e from 2013

hCoV-18/Yunnan/IVDC-YN-003/2020|EPI_ISL_408480(2020-01-17

hCoV-19/Taiwar/NTUO 1/2020|EPI_ISL_408489]2020-01-31 )
Orange ... previous closest bat precursor (Yunnan 2013)

hCoV-19/MW uhanWH04/2020|EPI_ISL_406801]2020-01-05_C20
LS : - Red ... new bat CoVs (Yunnan 2019)

hCoV-19/Australia/NSW01/2020|EPI_ISL_407893|2020-01-24 Light blue hCoV-19 2019-2020
™ hCoV-19/WuhanAVDC-HB-01/2019|EPI_ISL_402119|2019-12-30_C3 Green ... pangolin CoV (Southern China 2019)
hCoV-18/Wuhan/WIV08/2019|EPI_ISL_402129[2019-12-30_C7 Blue ... SARS CoV

hCoV-18/Wuhan/IVDC-HB-envF13-20/2020|EPI_ISL_408514|2020-01-01
{ hCoV-19/Wuhan/WIV04/2019|EPI_ISL_402124[2013-12-30

1 hCov-19/China/WHU02/2020|EPI_ISL_406717]2020-01-02_C19

hCoV-19/USA/IL1/2020|EPI_ISL_404253|2020-01-21
hCoV-19/Guangdong/20SF012/2020|EPI_ISL_403932|2020-01-14

hCoV-1/batYunnan/RmYN02/2019[EP]_ISL_412977|2019-06-25 We gratefully acknowledge the Authors from
Originating and Submitting laboratories of

1| SARS_coronavirus|NC_004718 ) o
# sequence data on which the analysis is based.
K]

SARS_coronavirus_SZ3|AY304486.1

hCoV-19/bat/’Yunnan/RmYNO1/2019|EPI_ISL_412976]2019-08-25 ‘ g E z‘! | . ’
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Le virus (émergence
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We gratefully acknowledge the Authors from
Originating and Submitting laboratories of
sequence data on which the analysis is based.




Site d’attachement au recepteur cellulaire : differences entre le SARS, le
precurseur chez la chauve-souris (RaTG13) et le SARS-CoV-2

Gray ... CoV spike glycoprotein
Red ... mutations between either SARS (left side) or bat precursor
RaTG13 (right side) vs human outbreak WIV04 CoV

e Surface proteins are 76% and 98%
identical, respectively

e Antigenic surface highly divergent
compared to SARS

e Bat precursor differences in receptor
binding interface indicative of changes
that allowed host switch

SARS vs SARS-CoV-2 RaTG13 vs SARS-CoV-2

\CISAID.



Le virus (diffusion)

* 10-3-20

We gratefully acknowledge the Authors from
Originating and Submitting laboratories of
sequence data on which the analysis is based.
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e Larger clades were named
based on marker variants:
S ... ORF8-L84S
G .. S-D614G
V... NS3-G251V

Le virus

* 30-4-20

We gratefully acknowledge the Authors from
Originating and Submitting laboratories of
sequence data on which the analysis is based.
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Le virus

* 9-6-20

We gratefully acknowledge the Authors from
Originating and Submitting laboratories of
sequence data on which the analysis is based.
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Blue ... new Asia

en new Ocear

Magenta ... new Americas

Red ... new Eurape

Black ... from previglis updates

CI1 CI007 AZEAOL CEIED G110BYGISSE G144 TIR 104 GIRAKD
GIL0EIT,GR6I4MT NSPE:-LITF = NEX-G251Y

Full genome tree derived from all
odtbreak sequences 2020-06-09

Notable changes:
38,470 full genomes
(+2,359) (excluding low
coverage, out of 41708
" entries)(1 temporarily
removed for updating)
Updated clades:
S S clade 2,987 (+77)

L clade 2,883 (+102)
V clade 2,745 (+58)
G clade 9,065 (+593)
GR clade 10,400 (+515)
GH clade 8,536 (+860)
Other clade 1,854 (+154)

PANGOLIN lineages
B.1.*(GH)
B.1.1 {GR]

lB1(g)
82 V)

Wegratefully acknowledge the Authors

feo T Originating and Submitting

|aboratdries of sequence data on which
the analysis is based.
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Données sur les évolutions liees au RBS

Receptor binding surveillance for complete genomes 2020-06-09
New occurrence of receptor binding mutations 33x N439K in Scotland, T478l in England, V483F in Belgium, E484K in England.

Total: 26 different rare variants near the binding interface not known to be linked to severity. 246x N439K (244 Scotland, England, Romania), 66x T478l
in England, 30x V483A (26 USA/WA, 2 USA/UN, USA/CT, England), 10x G476S (8 USA/WA, USA/OR, Belgium), 7x S494P (3 USA/MI, England, Spain, India,
Sweden), 6x VA83F (4x Spain, England, Belgium), 4x A475V (2 USA/AZ, USA/NY, Australia/NSW), 3x G446V (2 Australia/Vic, England), 3x F490S in
England, 2x V483l in England, 2x F480L (Australia/Vic, USA/LA), 2x Q493L in USA/WI, , 2x G446S in England, FA56L in USA/TX, V445l in England, V503F

in USA/NY, Y495N in Luxembourg, L455F in England, K444R in Spain, E484A in Spain, G476A in England, E484Q in India, E484D in Thailand, R403K in
Australia/Vic, NSO1Y in USA/NY, E484K in England.

Green ... ACE2 human host receptor
Gray ... CoV spike glycoprotein trimer
Gray balls ... Spike glycoprotein variation
occurring once (in EpiCoV)

Blue balls ... Spike glycoprotein variation
occurring more than once (in EpiCoV)
Red balls ... Spike glycoprotein variation
near host receptor




Impact Clinique



Impact de I'age et du sexe
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B — Situation Epidemiologique (nb de cas)

Daily new confirmed COVID-19 cases

Shown is the rolling 7-day average. The number of confirmed cases is lower than the number of actual cases: the main reason for that is limited

testing.
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Nombre de cas sur 7 jours glissés (Données OMS)

Cases
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Nombre de cas sur 7 jours glissés (données OMS
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Cases reporfed in the last 7 days
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paily intecuons
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Evolution de |la situation

INDICATEURS DE PILOTAGE - COVID-19

d
Do i L1TER

e

N de tests RT-PCR poettite pour 100 000
habitanta - cumul sur 7 jours gilaeants
(Donness SLOER)

Taux o8 reproduction de la COVID-19 en
Franca
(Donndes OSCOLF | PESSSQE SUX WIPEnces paur
suspicion COVID-10)
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situation COVID-19 au 5 mai 2020

Daily ICU admissions
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situation COVID-19 au 05 mai 2020

Figure S15 : Time-series of hospitalizations, ICU admissions and deaths corrected for
reporting delays
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situation COVID-19 au 15 juin 2020
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Hypotheses d’évolution epidémique

Données Cauchemez S

France - Adm. journaliéres en hosp. réanimatoire
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Questions ?

e Anticorps facilitateurs
* Reponse anticorps autres coronavirus

e Durée immunité
e Plusde 2 ans?

e Differents serotypes
* GenogroupesS,VetG

e Autres...



'avenir 27?7

Cet été

Cet automne

Cet hiver

Les autres virus

En fait, il faut bien comprendre que tout dépend de nous, rien que de nous
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